Supplementary information: BatchMap: A parallel implementation of the OneMap R package for fast computation of linkage maps in outcrossing species
.
2 Calculation of error rates
The error rate is calculated as the sum of misplaced markers e over the length N of the sequence (equation 3). The weighted error rate is calculated as the absolute distance b of a marker to its true position over the maximally possible disorder given by the triangular number for the length N of the sequence (equation 4). 
Additional accuracy statistics for evaluation runs
Additional basic statistics besides likelihood, size and order were collected for all evaluation runs. These are: Kendall's tau (compared to true order), error rate (equation 3) and weighted error rate (equation 4). Error rate 
